All positive chest CT scan & positive RT- gPCR samples
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RT-gPCR assays
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Detected by all gene assays : N1, N2, N1+N2, RdRp,
RdRp Genesig and E (n=43)

Detected by N1, N2, N1+N2, RdRp Genesig and E (n=6)
Detected by N1, N2, N1+N2 and RdRp Genesig (n=4)
Detected by N1, N2, N1+N2 and E (n=9)

Detected by N1 or/and N2 and N1+N2 (n=17)
Detected by N1+N2 (n=5)

Figure S1. Comparison of the Cycle threshold (Ct) value detected by the six RT-gPCR assays among
the positive nasopharyngeal swabs (n = 84). Each clinical sample is represented by a circle. The white
circles represent clinical samples detected by all RT-qPCR assays while colored circles represent
samples not detected by the six assays. Bars represent the median and 95% Confidence Interval.



